PREDICTED: probable tumor supp protein MN1 [C anati

J
birds | 20 leaves
3 “ coelacanths | 5 leaves
4 4 ~lbony fishes | 27 leaves
A frogs & toads |2 leaves
4 urtles | 2 leaves
PREDICTED: probable tumor suppressor protein MN1 [Monodelphis domestica]
) - PREDICTED: probable tumor suppressor protein MN1 | Erinaceus europaeus]
- PREDICTED: probable tumor suppressor protein MN1 [Dipadomys ordii]

T 4 rabbits & hares |2 leaves
4 4 rodents | 6 leaves
- primates | 3 leaves
4 I3 @ PREDICTED: LOW QUALITY PROTEIN: probable tumor suppressor protein MN1 [Canis lupus familiaris|
lbats |4 Leaves
4 @hypothetical protein CB1_(KXIB41005 [Camelus ferus|
1  PREDICTED: probable tumar suppressor protein MN1 [Jaculus jaculus]
14 SPREDICTED: LOW QUALITY PROTEIN: meningionia (disrupted in balanced tanslocation) 1 [Cantelus ferus)]
even-toed ungulates | 3 leaves
1 even-toed ungulates | 7 leaves

4 placenials | 2 leaves
5 PREDICTED: LOW QUALITY PROTEIN: probable tumor suppressor protein MN1 [Ovis aties]
'3 PREDICTED: probable tumor suppressor protein MN | [Ceratothe rium simum simum]
- PREDICTED: probable tumor suppressor protein MN1 [Condylura eristata]
A whales & dolphins | 3 leaves
5 “PREDICTED: LOW QUALITY PROTEIN: probable tumor suppressor protein MN | [Equus caballus]
4 “=9PREDICTED: probable tmor suppressor protein MN1 [Mustela putorius furo]
nivores | 3 leaves
=~ primates | 22 leaves
i,  PREDICTED: probable tumor suppressor protein MN1 [Galeopterus variegatus]
i bats |3 leaves
“+ PREDICTED: probable tumor suppressor protein MN1 [Ietidomys tridecemlineatus]
| 4placenuls | 4 leaves
B placentals | 2 leaves
1 & PREDICTED: probable tumor suppressor protein MN1 [Dasypus novemeinetus|
iy I @PREDICTED: LOW QUALITY PROTEIN: probable tumor suppressor protein MN1 [Sus serofu]
SPREDICTED: probable fumor suppressor proicin MN1 [Felis catus|]
EDICTED: probable tumor suppressor protein MN1 [Nannospalax galili]
1 ~rodents | 5 leaves
2  probable tumor suppressor protein MN1 [Rattus norve gicus |
rotein product
S probable tumor suppressor protein MN 1 [Mus musculus]

]

3

@  Euteleostomni (~420 My ago) - block_1048
&  Sarcopterygii (~400 My ago) - biock_829
ar PoheEssERrccccaae | ® Tetrapoda (~359 My ago) - block_74
: [Sl=lmimiey | 1 1 X [Slelelelelele] | ® Amniota (326 My ago) - block 13
£ aPp Dpoesspapaaaaa @  Theria (~166 My ago) - block_45
ap PpooeEssReErpadcooaa " ® Eutheria (~102 My ago) - block_23
aPr PoeEsrsPRaEPRPadcacaea ] ® Boreceuthenia (~95 My ago) - block_22
appDErsbdEPcOcaaa ] ® Euarchontoglires (~90 My ago) - block_22
apPDDEPRPERPCCCaea@ 1 ® Gires (~81 My ago) - block 24
appoersPRpaRaOCCoaa 1 @ Rodentia (~80 My ago) - block_27
--.CIDCIDCICI-I.-D‘I-..I--CII..I ] ® Murinae (~37 My ago) - block_16
-.-CIDCIDCICI.I.-D....---.-ICI--II- B vouse-chris

Figure S12. Origin of Mn1 at the base of Eutelostomi. (a) Using PSI-BLAST at
NCBI (http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Web&PAGE_TYPE=BlastHome)
with 3 iterations and a threshold of 0.005 (low complexity filter activated), no matches
were found beyond bony fish. (b) Using genomic context analysis with Genomicus
(http://www.genomicus.biologie.ens.fr/genomicus-81.01/cgi-bin/search.pl) hits were

detected only in Euteleostomi



