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Abstract
A new approach to analysis of prostate hybrid multidimensional MRI (HM-MRI)
data was introduced in this study. HM-MRI data were acquired for a combina-
tion of a few echo times (TEs) and a few b-values. Naturally, there is a matrix
associated with HM-MRI data for each image pixel.To process the data,we first
linearized HM-MRI data by taking the natural logarithm of the imaging signal
intensity. Subsequently, a hybrid symmetric matrix was constructed by multiply-
ing the matrix for each pixel by its own transpose.The eigenvalues for each pixel
could then be calculated from the hybrid symmetric matrix. In order to com-
pare eigenvalues between patients, three b-values and three TEs were used,
because this was smallest number of b-values and TEs among all patients.
The results of eigenvalues were displayed as qualitative color maps for eas-
ier visualization. For quantitative analysis, the ratio (λr) of eigenvalues (λ1, λ2,
λ3) was defined as λr = (λ1/λ2)/λ3 to compare region of interest (ROI) between
prostate cancer (PCa) and normal tissue. The results show that the combined
eigenvalue maps show PCas clearly and these maps are quite different from
apparent diffusion coefficient (ADC) and T2 maps of the same prostate. The
PCa has significant larger λr, smaller ADC and smaller T2 values than normal
prostate tissue (p< 0.001).This suggests that the matrix-based method for ana-
lyzing HM-MRI data provides new information that may be clinically useful. The
method is easy to use and could be easily implemented in clinical practice. The
eigenvalues are associated with combination of ADC and T2 values, and could
aid in the identification and staging of PCa.

KEYWORDS
diffusion-weighted imaging,eigenvalues,eigenvectors,hybrid multidimensional MRI,matrix,prostate
cancer, T2-weighted imaging

1 INTRODUCTION

Prostate cancer (PCa) is one of the most common can-
cers among men.1 Accurate assessment of the cancer
grade is essential for guiding treatment decisions.2 Cur-
rently,MRI is considered to be the most effective imaging
modality for diagnosis and staging PCa.3,4 According to
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the Prostate Imaging Reporting and Data System ver-
sion 2.1 (PI-RADS v2.1), T2-weighted (T2W) imaging
and diffusion-weighted imaging (DWI) are the two main
components of prostate multiparametric MRI (mpMRI).5

High-resolution T2W imaging provides excellent mor-
phological visualization of the gland and accurate
prostate anatomy,and is also the dominant sequence for
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the detection of cancer in transitional zone (TZ).6 Appar-
ent diffusion coefficient (ADC) maps obtained from DWI
are the preferred sequences for cancer diagnosis in
the peripheral zone (PZ).7 However, PCa diagnosis with
mpMRI still remains problematic as about 15%–30% of
clinically significant cancers are missed.8,9 In addition,
benign features such as benign prostatic hyperplasia
(BPH) and prostatitis can mimic PCa on conventional
T2W imaging and DWI, and frequently produce false
positives.10–12

Twenty years ago, a hybrid diffusion-weighted
multiple-echo pulse sequence was used to exam-
ine the correlation between the ADC and T2 values
of water in rat brain and trigeminal nerve.13 This early
work showed that trigeminal nerve water ADC changed
significantly as a function of TE (echo time). Inspired by
this, hybrid multidimensional MRI (HM-MRI), combining
T2 and ADC acquisition was introduced to improve the
detection and diagnosis of PCa.14 HM-MRI data are
acquired for multiple combinations of TEs and b-values
for each image pixel, which is different from conven-
tional mpMRI where T2W and DWI sequences are
independently acquired. To optimize sampling, the num-
ber of TEs and b-values are often different, for example,
with four b-values and three TE values. Previously,
HM-MRI data were initially analyzed based on changes
in ADC and T2 as a function of TE and b-value,
respectively.15 Later, the compartmental model was
introduced to analyze HM-MRI data to determine tissue
volume fractions of stroma, epithelium, and lumen.16

The dependence of ADC and T2 on TE and b-value,
respectively, is very different in cancers versus normal
prostate and as well as for PCa with different Gleason
Score.15 Wang et al. and Sadinski et al. demonstrated
that ADC and T2 always changed with increasing TE
(increased ADC) and b-value (reduced T2), but did not
propose any mathematical model to explain this.14,15

Chatterjee et al. showed that fractional volumes of
prostatic lumen, stroma, and epithelium measured from
HM-MRI data changed significantly when cancer was
present and these fractional volumes could be used as
markers to improve the diagnosis of PCa and deter-
mine its aggressiveness.17 Additionally, the prostate
tissue composition measured by using HM-MRI was
very close to that found at quantitative histopathologic
evaluation.17 These previous studies demonstrated
the advantages of using HM-MRI in the diagnosis
of PCa.

HM-MRI data naturally form a matrix for each pixel,
with each element corresponding to image intensity
measured at different TEs and b-values. In this study,
we introduced a novel method for the analysis of HM-
MRI data by constructing a symmetric matrix and solving
for its eigenvalues for each pixel.These eigenvalues are
determined by acquired HM-MRI data, provide a simple
way to represent the changes in ADC and T2 as a func-
tion of TE and b-value. Our proposed matrix analysis

explores difference in how signal changes with imaging
parameters for different tissue, denoted by these eigen-
values for cancer diagnosis. Therefore, we investigated
whether ‘MAHM’(Matrix Analysis of Hybrid MRI) has the
potential to aid the diagnosis of PCa.

2 METHODS

2.1 Theory

HM-MRI data are normally acquired with M different
TEs and N different b-values. Consequently, for each
pixel an M × N real matrix A is obtained, with each
entry representing imaging signal intensity acquired with
a specific combination of TE and b-value. The matrix
A is frequently not a square matrix due to different
numbers of TE and b-value used in protocol and there-
fore cannot be calculated for eigenvalues. Even if it is
a square matrix, the eigenvalues are not necessarily
real numbers. Only a symmetric matrix with real entries
has all real eigenvalues and orthogonal eigenvectors.18

Therefore, a symmetric matrix must be generated from
HM-MRI data in order to calculate its eigenvalues.

We define H = ln A × (ln A)T or H = (ln A)T
× ln A,

whichever results in the smaller size of the resulting
matrix, where ln A consists of natural logarithms of the
corresponding elements of A, and (ln A)T is transpose
of ln A. We linearize the data using logarithms because
the imaging signal intensity is approximately exponen-
tially dependent on both TEs and b-values. Thus, H is
a real symmetric matrix because it is a square matrix
whose transpose is equal to the matrix itself.18 There-
fore,we can calculate its eigenvalues (λ1 > λ2 > λ3 > …)
and corresponding eigenvectors (𝐞⃗1, 𝐞⃗2, 𝐞⃗3, …) easily
using commercial software. For each slice, eigenvalues
could be used to generate color maps for qualitative
evaluation of HM-MRI. The ratio of eigenvalues could
be used for qualitative analysis by radiologists where all
the information is combined in one image.

As an example of the matrix analysis method, we
assume HM-MRI data acquired using three b-values
(b1 < b2 < b2) for each of two TEs (TE1 < TE2). Then,
there is a matrix A2×3 associated with different b-values
and different TEs for each pixel, that is,

A2×3 =

[
a11 a12 a13

a21 a22 a23

]
=

[
A1e−TE1∕T2 ⋅ e−b1D A1e−TE1∕T2 ⋅ e−b2D A1e−TE1∕T2 ⋅ e−b3D

A2e−TE2∕T2 ⋅ e−b1D A2e−TE2∕T2 ⋅ e−b2D A2e−TE2∕T2 ⋅ e−b3D

]
, (1)

where aij (i = 1, 2; j = 1, 2, 3) is entry of matrix, Ai
(i = 1, 2) is a proportionality constant, T2 is the trans-
verse relaxation time, and D is the ADC.19 Then the
following symmetric hybrid matrix H can be generated:
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H2×2 =

[
H11 H12
H21 H22

]
= ln A × (ln A)T

=

[
(ln a11)2

+ (ln a12)2
+ (ln a13)2 ln a11 ⋅ ln a21 + ln a12 ⋅ ln a22 + ln a13 ⋅ ln a23

ln a11 ⋅ ln a21 + ln a12 ⋅ ln a22 + ln a13 ⋅ ln a23 (ln a21)2
+ (ln a22)2

+ (ln a23)2

]
. (2)

The eigenvalues and eigenvectors of matrix H2×2
can be calculated easily. Two eigenvalues λi (i = 1, 2)

are 𝜆1,2 =
1

2
(tr(H) ±

√
[tr(H)]2 − 4det(H)), and approxi-

mately equal to:

𝜆1,2 ≈

{
tr (H) − det (H) ∕tr (H) ,

det (H) ∕tr (H) . (3)

where tr(H) and det(H) are the trace and determinant of
matrix H. The corresponding eigenvectors are equal to:

𝐞⃗1,2 =

[
H12

𝜆1,2 − H11

]
or 𝐞⃗1,2 =

[
𝜆1,2 − H22

H21

]
. (4)

For any 3 × 3 or higher order matrix, eigenvalues can
be easily calculated using commercial software, which
avoids the need for curve-fitting such as in calculating
ADC and T2 values.20

2.2 MRI data acquisition

Total n = 18 patients with histologically confirmed PCa
were included in this study. All patients provided prior
informed written consent, which was compliant with
the Health Insurance Portability and Accountability Act
(HIPAA).

HM-MRI data were acquired on a Philips Achieva
3T-TX scanner (Philips Healthcare, Netherlands). The
hybrid protocol composed of a single spin-echo mod-
ule with diffusion sensitizing gradients placed sym-
metrically around the 180-degree pulse, followed by
single-shot EPI read-out.14 HM-MRI data were acquired
with three or four TEs between 47–200 ms. For each
TE, images were acquired with three or four b-values
between 0 - 1500 s/mm2 (TR = 3500 ms, field of
view = 180 × 180 mm2, matrix size = 72 × 72, recon-
struction matrix = 128 × 128, slice thickness = 3 mm,
number of slices = 18). The acquisition time was 10–12
mins.The detailed number of b-values and TEs used for
data acquisition is given in Table 1. In addition, mpMRI
data with the standard clinical protocol, including T2W
imaging, DWI, and dynamic contrast enhanced (DCE)
imaging were also acquired for the diagnosis of PCa.

2.3 Histology

After MRI, the patients underwent radical prostatec-
tomy.The prostatectomy specimen was sectioned (4 mm
thick sections) approximately in the same plane as MR
images and H&E stained. PCa lesions were graded
and outlined by an experienced pathologist (T.A. - 18
years’ experience). H&E stained whole mount radical
prostatectomy sections were matched with correspond-
ing prostate MR images by an expert radiologist (A.O.
- 20 years’ experience with prostate MRI). One cancer
and one normal tissue region of interest (ROI) from the
contralateral side were traced for each patient based on
H&E slices and closely matched ADC and T2 maps.

2.4 Data analysis

MRI data were analyzed using IDL 8.8.1 (Harris
Geospatial Solutions, Inc. CO, USA) with an in-house
software package. Since smallest number b-values and
TEs was three among all 18 patients, we had to remove
b-values or TEs for those patients acquired with more
than three so that all patients had the same number
of eigenvalues for comparison (Table 1). The remaining
b-values or TEs should be close to the case acquired
with three b-values and three TEs. Then matrix analy-
sis was performed on a pixel-by-pixel basis using the
aforementioned method described above.

For qualitative analysis, three primary colors, Red,
Green, and Blue (RGB) were assigned to the first, sec-
ond, and third eigenvalues and the lightness of each
color was used to represent the corresponding eigen-

TABLE 1 The TEs and b-values used for HM-MRI data
acquisition.

No. of Patient TEs (ms) b-values (s/mm2)

1 47, 75, 100 0, 750, 1500

1 70, 150, 200 0, 150a, 1000, 1500

14 57, 80, 150, 200a 0, 150a, 1000, 1500

2 57, 80, 150, 200a 0, 150a, 1000, 1500

Abbreviations: HM-MRI, hybrid multidimensional MRI; TEs, echo times.
aRemoved b-values or TEs for those patients acquired with more than three so
that all patients have the same number of b-values and TEs.
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value. For the best visual effect, zero and the median
eigenvalue over the whole prostate were used as the
minimum and maximum values to scale the values
to 0 and 255 for each color display eigenvalue map.
Therefore, at each pixel the value for each color is an
8-bit number, in the range 0–255. The final eigenvalue
map was displayed as merged RGB images using the
three separate channels, that is, a new RGB stack was
created.

Because the signal intensities of HM-MRI data vary
between patients due to different b-values and TEs
used in data acquisition, we cannot directly compare
eigenvalues between patients. Therefore, for quantita-
tive analysis, the ratio (λr) of eigenvalues (λ1,λ2,λ3) was
introduced λr = (λ1/λ2)/λ3 to compare ROI between PCa
and normal tissue. Apparently, the ratio provides some
degree of normalization.

Maps of ADC and T2 were also generated from HM-
MRI data.The ADC in each pixel was calculated by fitting
the raw data using the following equation20:

Sb = SSE exp (−b ⋅ D) , (5)

where Sb is the attenuated spin-echo signal and SSE is
the maximum spin-echo signal without diffusion attenu-
ation. T2 was calculated by fitting the raw data with the
equation20:

STE = S0 exp (−TE∕T2) , (6)

where STE is signal measured at each TE and S0 is
the extrapolated signal at TE = 0. The matrix analysis
results were also qualitatively compared with T2 maps
and ADC maps calculated from HM-MRI data.

2.5 Statistical analysis

The Wilcoxon signed-rank test was performed to deter-
mine whether there was significant difference between
cancer and normal prostate tissue for λr, ADC, and
T2. A p-value less than 0.05 was considered statisti-
cally significant.Receiver operating characteristic (ROC)
analysis was used to evaluate performance of λr, ADC,
and T2 in differentiating cancer from normal tissue.

3 RESULTS

For a selected HM-MRI slice from a 60-year-old patient,
Figure 1 (top left panel) shows an example of HM-MR
images (gray) with three b-values (left, middle, and right
column) for each of three TEs (top, middle, and bot-
tom row) displayed at the same gray scale. Thus, there
is a 3 × 3 hybrid matrix of image intensity values for
each pixel. As expected, the imaging signal intensity

decreases as TE and b-value increase.The correspond-
ing prostate ADC color maps (most-right column) for
each TE and T2 color maps (most-bottom row) for
each b-value were calculated from the hybrid data using
Equations 5 and 6 and superimposed on the image with
shortest TE and 0 b-value. As we can see, changes in
ADC maps as a function of TE, and in T2 maps as a
function of b-value are evident. The cancer in the (view-
ers) right PZ (shown on histology in the lowest right
corner) is shown much more clearly in the higher TE
and b-value hybrid image, especially in the ADC map
calculated from higher TE.

For the same slice shown in Figures 1, Figure 2 top
row shows RGB (left, middle, and right) eigenvalue color
maps calculated with our matrix analysis technique: λ1
(red), λ2 (green), and λ3 (blue). The PCa in right PZ is
hyperintense on λ1 (red) map and hypointense on λ2
(green) and λ3 (blue) maps, compared to benign tis-
sue. As an example, the corresponding eigenvectors
components color maps are shown in the column under-
neath of each eigenvalue map: 𝐞⃗1(e11, e12, e13) (left),
𝐞⃗2(e21, e22, e23) (middle), and 𝐞⃗3(e31, e32, e33) (right). All
color maps were superimposed on the image with the
shortest TE and 0 b-value. These color maps clearly
show differences between individual eigenvalues and
eigenvectors components.

For the same patient shown above,Figure 3 shows (a)
whole-mount histology with Gleason 4 + 5 right postero-
lateral cancer and other two small cancers (circled with
dots), (b) high-resolution T2W image, (c) ADC map, (d)
final eigenvalue map (merged three color maps) with red
regions indicating cancers,and (e) rainbow color λr map
with red regions indicating cancers. The merged eigen-
value map and the λr map show the cancers clearly,and
is very different from the ADC and T2 maps shown in
Figure 1. This suggests that MAHM is providing new
and useful information. Importantly, anterior fibromuscu-
lar stroma (AFMS) appears similar to benign tissue on
the eigenvalue maps, despite having low T2 (at b = 0
s/mm2) and ADC (at TE = 100 ms) values mimicking
PCa on T2 and ADC maps.

Figure 4 shows another example of MAHM for a 62-
year-old patient with three slices near apex (top row),
mid (middle row),and base (bottom row) of prostate.The
corresponding whole-mount histology, high-resolution
T2W image, ADC map, merged eigenvalue map, and
rainbow color λr map are shown in column (a—e) from
left to right, respectively. Again, the merged eigenvalue
map and the λr map show cancer in multiple slices. The
right posterolateral Gleason 4 + 3 cancer in the mid and
base section are clearly visible as red on the eigenvalue
map and the λr map. But Gleason 3 + 3 cancers are not
highlighted in the eigenvalue maps and the λr maps.

Figure 5 shows MAHM results for four more patients
(top to bottom row i—iv): (a) whole-mount histology, (b)
high-resolution T2W image, (c) ADC map, (d) merged
color eigenvalue map, and (e) rainbow color λr map. The
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F IGURE 1 Top left panel shows an example of HM-MR images (gray) acquired for 60-year-old patient with three different b-values and
three different TEs for a selected slice with prostate cancer. The gray images were displayed in the same scale to show the intensity changes as
a function of different b-values and TEs. The corresponding color T2 maps (most-bottom row) and color ADC maps (most-right column)
calculated from these hybrid data as a function of b-values and TEs were superimposed over hybrid image with the smallest TE and 0 b-value.
The maps were obtained by fitting the data with the exponential decay function using Equations (5) and (6). A corresponding histology slice is
shown at lower right corner of the panel. The cancer is indicated by white arrow. ADC, apparent diffusion coefficient; HM-MRI, hybrid
multidimensional MRI; PCa, prostate cancer; TEs, echo times.

results suggest that MAHM could aid in the diagnosis of
PCa.

Finally, Figure 6a–c shows the box-plots of (a) λr,
(b) ADC, and (c) T2 for comparison between can-
cer and normal tissue. The Wilcoxon signed-rank test
showed that there was a statistically significant differ-
ence (p < 0.001) between cancer and normal tissue for
λr, ADC, and T2. Figure 6d shows ROC analysis results
for λr,ADC,and T2 in differentiating between cancer and
normal tissue with area under the curve (AUC) of 0.83,
0.99, and 0.92, respectively. Since traced ROIs were
biased for ADC and T2, as radiologists used ADC maps
and T2W to identify cancer location after rad-path cor-
relation, it is not surprising that ADC and T2 had higher
AUC values. On the other hand, λr suffers from varia-
tions in MRI signal intensities due to motion and noise
at different b-values and TEs used in data acquisition
and caused lower AUC value, even though paired sta-

tistical test shows significant difference between cancer
and normal tissue. However, combining λr with T2 and
ADC gives an AUC of 1.00.

4 DISCUSSION

The proposed matrix-based method is a new and
promising way to analyze HM-MRI data and aid in
detecting PCa. MAHM is easy to apply and could be
used clinically. Our preliminary results shown here sug-
gest that PCa can be seen clearly on eigenvalue maps.
These maps are visually different from ADC maps and
T2 maps calculated from HM-MRI data. The eigen-
value ratio λr is a statistically significant difference
between cancer and normal tissue. There is an advan-
tage to using the ratio λr instead of individual eigenvalue
because it can be directly compared between patients if
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F IGURE 2 For the same data shown in Figure 1, the eigenvalues and eigenvectors for this 3 × 3 matrix were calculated by using MAHM for
each pixel. The eigenvalue color maps (top row panel) were displayed in RGB from left to right for eigenvalue λ1, λ2, and λ3, respectively. The
corresponding eigenvectors 𝐞⃗1(e11, e12, e13), 𝐞⃗2(e21, e22, e23), and 𝐞⃗3(e31, e32, e33) components color maps were shown in columns underneath
each eigenvalue. Since the calculated eigenvectors are normalized to have unit length eigenvectors, -1 and 1 were used as the minimum and
maximum values to scale the values to 0 and 255 for each color display eigenvectors components maps. All color maps were superimposed
over hybrid image with smallest TE and 0 b-value. The cancer is indicated by white arrow. MAHM, Matrix Analysis of Hybrid MRI; RGB, red, blue,
and green; TE, echo time.

HM-MRI data were acquired with the same b-values and
TEs. Therefore, it is likely that MAHM data provide new
information and may be useful for the diagnosis of PCa.

Potential advantages of MAHM data include: (i) the
analysis is model-free and may provide information that
is not available from compartmental models; (ii) a real
symmetric hybrid matrix (H) can be constructed even if
acquired HM-MRI matrix data are not square; (iii) eigen-
values can be quickly and reliably calculated; (iv) maps

generated with eigenvalues reflect the tissue proper-
ties associated with T2 at different b-values and ADC
at different TEs, but efficiently combine all HM-MRI
data.

Although the primary purpose of the work discussed
here is to introduce a new technique for analysis of HM-
MRI data, the results show the diagnostic potential of
the method. The merged eigenvalue map shows can-
cers very clearly—including in some cases where the
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F IGURE 3 For the same 60-year-old patient shown in Figure 1, results of MAHM: (a) whole-mount histology from prostatectomy specimen
with cancer markers, (b) corresponding T2W high-resolution image, (c) ADC map, (d) merged three color eigenvalues maps, and (e) rainbow
color λr map superimposed over hybrid image with smallest TE and 0 b-value. The red color region shows cancer in the merged color
eigenvalue map and the rainbow color λr map. The cancer is indicated by white arrow. ADC, apparent diffusion coefficient; MAHM, Matrix
Analysis of Hybrid MRI; T2W, T2-weightedTE, echo time.

F IGURE 4 Results of MAHM for 62-year-old patient show at three slices near apex (top row), mid (middle row), and base (bottom row) of
prostate: (a) whole-mount histology from prostatectomy specimen with cancer markers, (b) corresponding T2W high-resolution image, (c) ADC
map, (d) merged three color eigenvalues maps, and (e) rainbow color λr map superimposed over hybrid image with smallest TE and 0 b-value.
The cancer is indicated by white arrow. ADC, apparent diffusion coefficient; T2W, T2-weighted; TE, echo time.

cancer is not easily seen on the T2W image and ADC
maps (Figure 4 and 5 first row). Since eigenvalue maps
are very different from ADC and T2 maps, combina-
tions of all of these parameters may increase diagnostic
accuracy. Despite the fact that matrix eigenvalues can
be easily and quickly calculated by using commercial
software, the noise of HM-MRI data could have a seri-
ous impact on calculated eigenvalues.We believe this is
partially the reason why some cancers are not clearly

shown in the eigenvalue maps and the size of cancer is
underestimated compared with ADC and T2 maps. This
is a disadvantage of matrix analysis compared to ana-
lyzing data by using the curving fitting,which can involve
either interpolation and/or smooth data guided by used
mathematical model.

There are several limitations of this study. First, the
sample size is relatively small and b-values and TEs
used in data acquisition are not the same for all patients.
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8 of 10 FAN ET AL.

F IGURE 5 Results of MAHM show for (i) 64-year-old patient with Gleason 4 + 5 cancer in the PZ, (ii) 65-year-old patient with Gleason
4 + 5 cancer in the right PZ, (iii) 62-year-old patient with Gleason 3 + 4 anterior cancer, and (iv) 67-year-old patient with Gleason 3 + 4 cancer:
(a) whole-mount histology with cancer markers, (b) corresponding T2W image, (c) ADC map, (d) merged three color eigenvalues maps, and (e)
rainbow color λr map superimposed over hybrid image with smallest TE and 0 b-value. The cancer is indicated by white arrow. ADC, apparent
diffusion coefficient; MAHM, Matrix Analysis of Hybrid MRI; PZ, peripheral zone; T2W, T2-weightedTE, echo time.

Evaluation of a large number of cases in multi-center
setting is needed to determine whether matrix-based
method complements or is more effective than other
techniques for analyzing HM-MRI data. Second, the
merged eigenvalue map significantly underestimates
tumor size—based on comparison with histology. This
can be corrected when we have more data to use logis-
tic regression or related methods to produce an optimal
combination parameters and cutoffs.Third, the accuracy
of matrix analysis may be affected by motion artifacts
because DWI is very sensitive to motion. Improved
data acquisition and/or filtering may be needed prior to
MAHM. For example, methods previously developed to
identify and correct DWI data that is corrupted by motion
could be used to improve diagnostic accuracy.21,22

Finally, sampling of b-values and TE values may not

be optimal—more evenly distributed b-values and TE
values could be beneficial, especially to avoid extreme
larger b-value and longer TE to produce noise data.

5 CONCLUSION

Since the dependence of ADC and T2 as function of
TE and b-value is different for cancers versus normal
prostate,14 it is likely that the eigenvalues isolate the
cancer signals from normal tissue.MAHM is an effective
new method for analyzing HM-MRI data to capture these
differences. Therefore, maps of individual eigenvalues
and the merged eigenvalue map obtained from matrix
analysis could help in aiding the identification of PCa.
The ratio (λr) of eigenvalues was significantly higher for
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F IGURE 6 Box-plots of (a) λr, (b) ADC, and (c) T2 for comparisons between cancer and normal tissue. Plot of AUC (d) obtained from ROC
analysis results for λr, ADC, and T2 in differentiating cancer from normal tissue. The square (□) indicates mean and the asterisks (*) indicate
the upper and lower limits of the data. ADC, apparent diffusion coefficient; AUC, area under the curve; ROC, receiver operating characteristic.

PCa than normal tissue. MAHM could also be applied
to HM-MRI data from other tissues and organs, and to
other multidimensional MR data.
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