
..............))...)))).))))..)).))..))))))....))))..
UUAUUCAUCAAUUCAUUGCUAUUU-UUCGUGAAUGAAAUGGUUUUAGUGCUGC
GUAUAUAUCAAUUACAUGUUAUUCGUUCUUGAACUUAAUGGUUUUAGAGCUGC
UUUUAAAUCAACUACACGAUAUUCGUUCUUGAGCUUAAUGGUUCUAGAGCUGC
UUUUACAUCAAAUACAGGAUAUUCGUUCUUGAGCUUAAUGGUUAUAGAGCUGC
UUUUACAUAAAAUACAGGAUAUUCGUUCUUGAGCUUAAUGGUUAUAGAGCUGC
UUAUGCAUCAAUUACUUGAUAUUCAUCCUUGAACUAAAUGGUUUUAGAGCUGC
UUAUACAUCAAUUUAUUGUUAUUUGUCCUUGAACUUAAUUGUUUUACAGCUGC
UUAUACAUCAAUUUAUUGUUAUUUGUCCUUGAACUUAAUUGUUUUACAGCUGC
UUAUACAUCAAUUUAUUGUUAUUUGUCCUUGAACUUAAUUGUUUUACAGCUGC

.((.((...........(((((.((((((.((....(((((............)))))..
dsc-miR-2582b ACC-AUUCAUAU----CCUGGACAGUGUUCCUAAUAGUCUGUUAUUAUUAC-ACAAACCU
dsc-miR-2582a ACC-AUUCAUAU----CCUGGACAGUGUUCCUAAUAGUCUGUUAUUAUUAC-ACAAACCU
dsi-miR-2582b ACC-AUUCAUAU----CCUGGAGAGUGUUCUUAAUAGUCUGUUAUUAUUAC-ACAAACUU
dsi-miR-2582a ACC-AUUCAUAU----CCUUCACAGUGUUCCUAAUAGAUAGUUAUUAUUAC-ACUAUCUU
dme-miR-2582-lik ACC-AUUCAUAU----CCUUGGAACAAUUCCUAAUAGAAUGUUAUUAUUACAACAAUCUU
dya-miR-2582-anc ACCCAUUCAUGU----ACUUGGAAGUAUUCCUAAUAGAUUGUUUUUUAUACACCAGUCUU
dsi-miR-2582-anc ACC-AUAUAUGUACGCCCCUGUGAGUAUUCCUAAUAUACUGUUUUUGAUACACCAGUCGU
dsc-miR-2582-anc ACC-AUAUAUGUACGCCCCUGUGAGUAUUCCUAAUAUACUGUUUUUGAUACACCAGUCGU
dme-miR-2582-anc ACC-AUUUACGC----CAUUGAAAGUAGUCCUAAAAGACUGUUUUUAAUACACCAGUCGU

.)).)))))).)))))......)))).....
UGGGAAUACUUUCGAGAUAAGGAUGGCAUAA
UGGGAAUACUUUCGAGAUAAGGAUGGCAUAA
UGGGAAUACUUUCGAGA-UAUGAUGGCAUAA
UAGCAACACUUUUGAGAUAAGGAUGGGAUAA
UAGCAAGACUUUCGAGAUAAGGAUGGCAUAA
UAGGACUGCUUCCAAGAAUAAGAUUGCAUAA
CAGUGAUACUUUCAGGAAUAAGAUGGCAUAA
CAGUGAUACUUUCAGGAAUAAGAUGGCAUAA
CAGUGAUACUUUCAGGAAUA--AUCGCAUAA

((((............((((((...((.((..((((.((((...((..............
der-miR-982-anc AGUUAAAAAUAUAUAAAAUCAUUCUAAAUCAUGGAAAAAUAUCAAUUAAAUUG-----UU
dsi-miR-982a AGUUAAAAA---ACGAAAUCAUGCUAGAUCAUUAACAAGUAUCAUGUAAAUUGAAUUUUU
dsi-miR-982b AGUUAAAAA---ACAAAAUCAUGCUAGAUCAAGAACAAAUAUCAUGUAAAUUG----AUU
dsc-miR-982b AGUUAAAAA---ACGAAAUCAUGCUAGAUCAAGAACAAAUAUCAUGUAAAUUG----CUU
dsc-miR-982a AGUUAAAAA---ACGAAAUCAUGCUAGAUCAAGAACAAAUAUCAUGUAAAUUG----CUU
dme-miR-982 AGUUAAAAA---ACGAAAUCAUGUUAGAUCCUGGACAAAUAUGAAGUAAAUUG----UUU
dsc-miR-982c-1 AGUUAAAAA---ACGAAAUCAUGCUAGAUCUUGGACAAAUAUCAAGUAGAUUA----UUU
dsc-miR-982c-2 AGUUAAAAA---ACGAAAUCAUGCUAGAUCUUGGACAAAUAUCAAGUAGAUUA----UUU
dsi-miR-982c AGUUAAAAA---ACGAAAUCAUGCGAGAUCUUGGACAAAUAUCAAGUAGAUUA----UUA

..(((((.(((((.((.((((((((.(((((((((((((........))))))))))))).)))))))).)).))))).))))
dya-miR-303-anc AUAAUCUGCCUUGCUUAGAAUUUUAAGAGCAAAAAGUUUGUUUACAAAAACUAUUUACCCCUAAAAUUCUAAUCUAGUCAGCA
dme-miR-303 AAUUGAUAUCUUGGUUUAGGUUUCACAGGAAACUGGUUUAAUAACGAAAACUAGUUUCCUCUAAAAUCCUAAUCAAGACAUCA
dsi-miR-303 AUGUGAUCUCUUGCUUUG-GCAUUAAAGGAAGCUAGUUUAAUUACGAAAACUAGUUUCCUCUAACGUUUCAAACAAUACAUCA

....((((((((((((.(((((((((..(((((((((((............)))))))))
der-miR-983-anc UAUGUUACAGUGAUUUAAUAAUUCGAUUCGAAGUUAUGUGCUUUAA-UCAUUCAUAAAUG
dme-miR-983-1/2 UAUAUUGCAAUAAUUAAAUAAUACGUUUCGAACUAAUGAUUUUCAGUUCAUUCAUUAGGU
dsi-miR-983 ---CUUGCAGUAAUUUAGUAAUACCUUUCGAACACAUGAUUUUCAG-UCAUUCAUGAGUU

))..))))))))).)))))))))))).....
CGAAACGGAUUAUUAAGUUAUUGUUAACAUU
AGUUACGCAUUAUCUAGUUGUUGUAAACAUU
CGUCAGGUAUUAUCUAGUUAUUGUAAACAUU

conservation degree
of paired bases

1 2 3 4 5

A

B

C

D


